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Transdisciplinary Antimicrobial Resistance Genomics Network 
(TARGetAMR) 
TARGetAMR is a national research network that has been set up to enhance the use of AMR (antimicrobial 
resistance) genomics by fostering collaboration across various disciplines to improve surveillance and 
diagnostics for both human and animal health.  

TARGetAMR creates an environment for interdisciplinary dialogue, enabling researchers from different fields to 
work together on innovative solutions. 

This collaboration will help overcome challenges like the economic justification for widespread genomic 
surveillance, ethical issues in data handling, and the need for unified goals among 
stakeholders. 

The network is funded by UKRI and hosted by the University of Birmingham (lead partner). Collaborative partner 
organisations include the Universities of Cambridge, Oxford and Strathclyde. 

Modern genomic methodologies are revolutionising our understanding of microbial diversity, but its benefits 
have not yet been fully realised in healthcare and veterinary medicine. TARGetAMR aims to create a 
multidisciplinary community of researchers and stakeholders to move AMR genomics to the next level. 

 

Join our community. 

Add your own professional profile to our website. 

 

 

Feedback and Evaluation 
We are always looking for ways to improve our 
TARGetAMR meetings and events.   

We would be grateful if you could spare 2 minutes and 
complete our online feedback and evaluation form.   

https://forms.cloud.microsoft/e/jyd8sxTHim  

Your feedback will help us to shape and improve our 
future events.   

 

 
  

https://forms.office.com/pages/responsepage.aspx?id=z8oksN7eQUKhXDyX1VPp88EhnVC1o9VEicHZG-bxrEZURDlKMFFMQ0cwSU5RTkxKSzJEM1hLSTMyRS4u&route=shorturl
https://www.targetamr.org.uk/target-amr-join-up-form/
https://forms.cloud.microsoft/e/jyd8sxTHim
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TARGetAMR Conference 2026 
Building the future of AMR Genomics 

AGENDA 
Date & Time: Thursday 14th May 2025 | 12pm –5:30pm  

Location: The Studio, 7 Cannon Street, Birmingham, B2 5EP 

Day 1  
Time Session Who Aims 
12:00 Arrival, Registration 

Lunch and Networking 
All delegates  Registration, delegate packs, lunch, 

exhibitions & networking  
13:00 Welcome, Introductions 

and overview of the 
TARGetAMR Conference 
2026 

Professor Kate Baker and 
Professor Willem van Schaik 
Co-Directors: TARGetAMR 
Network 

Welcome and housekeeping  
Introduction to TARGetAMR Network 
and overview of the conference 

Opening Keynote 
13:10 AMR challenges and 

opportunities 
Associate Professor Claas 
Kirchhelle, French National 
Institute of Health and Medical 
Research (INSERM) 

 Provide a global perspective on 
antimicrobial resistance (AMR), 
highlight current challenges, and 
explore opportunities for innovation in 
genomics. 

14:00 Flexible Funding Launch TARGetAMR Network 
Leadership Team 

Introduce new funding opportunities 
within TARGetAMR, explain eligibility 
and application process, and 
encourage collaborative proposals.  

14:30 BREAK 
Short talks x3 (12 mins) with Q&A 
15:00  Identifying emerging 

resistance in 
gastrointestinal 
pathogens by genomic 
surveillance of travellers 

Dr Clare Barker,  
UK Health Security Agency 

Using genomic surveillance of returning 
travellers’ infections to identify and 
track emerging antimicrobial 
resistance in gastrointestinal 
pathogens. 

15:15 Customised genome 
reporting in UK healthcare 
for AMR pathogens: 
optimising 
communication for action 

Dr Charlene Rodrigues,  
London School of Hygiene and 
Tropical Medicine 

Developing customised genomic 
reporting for antimicrobial-resistant 
pathogens to improve communication 
and enable timely clinical and public 
health action in UK healthcare. 

15:30 Working in partnership 
with LMICs: Challenges 
for Genomics projects 

Dr Jennifer Cole,  
Royal Holloway, University of 
London 

Insights from a Kenya–UK genomics 
partnership illustrate considerations 
for developing sustainable, long-term 
collaborations and genomics capacity 
with LMIC partners. 
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Panel 1: 
15:45 Co-Creation in Action: 

Exploring Meaningful PPIE 
in AMR Genomics 

Magdalena Skrybant (UoB 
PPIE Pillar Lead), Faduma-
Zahra Mohamed Gure (UoB 
Public Involvement Officer), 
Ron Daniels (UK Sepsis Trust), 
Rita Quinn (PPIE 
representative) 

Showcase best practices for Patient 
and Public Involvement and 
Engagement (PPIE) in AMR research, 
discuss strategies for meaningful co-
creation, and share lessons learned. 

16:30 Structured Networking All delegates 
 
 

Facilitate connections between 
delegates from academia, healthcare, 
and industry to foster collaborations 
and knowledge exchange. 

17:30 CLOSE   
 

  



  
 

  

Pa
ge

5 

TARGetAMR Conference 2026 
Building the future of AMR Genomics 

AGENDA 
Date & Time: Friday 15th May 2026 | 9am –3:30pm  

Location: The Studio, 7 Cannon Street, Birmingham, B2 5EP 

Day 2  
Time Session Who Aims 
9:00 Arrival, Registration and 

Networking 
All delegates  Registration, delegate packs, lunch, 

exhibitions & networking  
Short talks x3 (12 mins) with Q&A 
09:30  Rethinking AMR 

Genomics: Social 
Science Lessons from 
HIV 

Dr Jaime Garcia-Iglesias,  
Centre for Biomedicine, Self 
and Society; Usher Institute; 
University of Edinburgh  

Using insights from HIV, to explore how 
social, ethical and policy contexts 
shape the role of genomics in 
antimicrobial resistance and its 
equitable use. 

09:45 Resistome stability in 
pigs under differing 
antimicrobial input 
levels 

Dr Lucio Marcello,  
BioSS (Biomathematics and 
Statistics Scotland) 

Using metagenomic sequencing to 
examine antimicrobial resistance gene 
stability across pig production systems 
with differing antimicrobial inputs. 

10:00 Evaluating Genomic 
Genotyping Approaches 
for Shigella sonnei 
Surveillance in the UK 

Mr Charles Wei,  
University of Cambridge 

Evaluating whole-genome sequencing 
genotyping approaches to support 
effective Shigella sonnei surveillance 
across diverse transmission settings in 
the UK. 

Panel 2: 
10:15 Policy and Practice Katie Hopkins (Lead Clinical 

Scientist /UKHSA), Abid Hussain 
(Associate Medical Director 
UHB/UoB), Hayley Wilson  
(Senior Policy Analyst, PHG 
Foundation Muna Anjum (Animal 
and Plant Health Agency) 

 Examine how AMR genomics research 
informs policy and clinical practice, 
identify gaps, and discuss pathways for 
implementation. 

11:00 BREAK  
Flash Talks x8 (3 mins)  
11.30 CABBAGE: A 

comprehensive AMR 
genotype-phenotype 
database  

Dr Emily Dickens,  
Imperial College London 

CABBAGE brings together worldwide 
antimicrobial resistance 
genotype-phenotype data into a single, 
open resource, enabling deeper insight 
into resistance patterns and their 
global spread. 
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11:33 Co-occurrence of 
antibiotic and 
environmental 
resistance genes on 
plasmids across 
bacterial species 

Mr Oliver Lorenz,  
Queen's University Belfast 

An analysis of plasmid sequences 
across diverse bacterial species 
reveals frequent co-occurrence of 
antibiotic and environmental 
resistance genes, highlighting plasmids 
as key drivers of multidrug and 
multi-stress resistance dissemination. 

11:36 Antimicrobial resistance 
in the river Trent under 
flood and non-flood 
conditions 

Dr Martin Spurr,  
Environment Agency 

High-resolution sampling of the River 
Trent shows how flooding, sewage 
discharges, and runoff shape 
antimicrobial resistance patterns, 
revealing contrasting impacts of 
treated wastewater and sewer 
overflows under flood and non-flood 
conditions. 

11:39 Monitoring antimicrobial 
resistance (AMR) in 
Welsh hospitals using 
wastewater-based 
surveillance 

Dr Maggie Knight, Bangor 
University - presenting on 
behalf of Dr Reshma Silvester, 
Bangor University 

Wastewater-based surveillance in 
Welsh hospitals reveals diverse and 
site-specific antimicrobial resistance 
profiles, identifying key resistance 
genes and their bacterial hosts within 
hospital effluents. 

11:42 Automated, data driven 
approaches to 
determining mutation 
effects on AMR in 
Mycobacteria 

Dr Dylan Adlard,  
University of Oxford 

An overview of automated, data-driven 
methods for building antimicrobial 
resistance mutation catalogues in 
mycobacteria, introducing catomatic 
and exploring statistical approaches to 
scalable, reproducible AMR prediction. 

11:45 Farming practices-
driven AMR and 
associated health risks: 
Cross-country evidence 
from dairy farms 

Dr Chunxia Jiang,  
University of Surrey 

An investigation of how organic and 
conventional dairy farming practices 
shape environmental antimicrobial 
resistance, using cross-country 
evidence from the UK and Canada to 
assess resistance patterns and 
associated health risks. 

11:48 Stitching genomics data 
to protein structures: 
Virulence factors in non-
O157 STEC 

Dr Sony Malhotra,  
Science and Technology 
Facilities Council 

Integrating genomic analysis with 
protein structure modelling reveals 
how allelic variation in key virulence 
factors influences pathogenic potential 
in non-O157 Shiga toxin-producing E. 
coli. 

11:51 Small plasmids, big 
impact: ONT barcoding 
trade-offs between AMR 
detection and assembly 

Dr Viktoria Brunner, University 
of Oxford 

An evaluation of Oxford Nanopore 
barcoding strategies highlights a 
trade-off between chromosomal 
assembly quality and detection of 
small AMR-carrying plasmids, with 
implications for sequencing choices in 
AMR surveillance. 
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Sandpit Essentials: 
12:00 Preparing for Innovation 

and Co-Creation 
(Introduction) 
Using NAP priorities 

Funders (EU OHAMR (Patriq 
Fagerstedt) & UKRI (Emma 
Mitchell) 

Equip participants with tools and 
strategies to build effective 
transdisciplinary teams for tackling 
AMR challenges. 

12:45 LUNCH & NETWORKING     
Lunch will be slightly extended to include conference photo and encourage networking 
Closing Keynote 
14:15 Keynote Speaker Professor Kat Holt, Professor of 

Microbial Systems Genomics at 
London School of Hygiene & 
Tropical Medicine 

Present cutting-edge research in 
microbial systems genomics and its 
implications for AMR surveillance and 
intervention. 

15:15 Leadership Reflections 
& Closing Remarks 

Professor Kate Baker and 
Professor Willem van Schaik 
Co-Directors: TARGetAMR 
Network  

Summarize key insights from the 
conference, reflect on future 
directions, and outline next steps for 
the TARGetAMR Network. 

15:30 CLOSE   
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Room Layout  

Day 1 - Thursday 14th May  

 

Day 2 - Friday 15th May  

 

Please note that the exhibition floor plan is intended as a guide only. While we aim to follow the layout 
as closely as possible, table positions may change due to logistical adjustments or on-the-day 
requirements. 

  



  
 

  

Pa
ge

9 

TARGetAMR Network Leadership team  
We would like to recognise the TARGetAMR Leadership Team for their strategic guidance and creative input. 
Their leadership helped shape the direction of the conference, inform planning, and secure outstanding 
speakers. 

 

Speaker biographies 
 

Professor Kate Baker  

Co-Director, TARGetAMR 

Professor Kate Baker is a Professor of Genomic Epidemiology at the University 
of Cambridge. She studies how pathogen genome variation and evolutionary 
processes impact their epidemiology and control. 

Her research focuses particularly on the dynamics of the accessory genome in 
bacterial populations, including antimicrobial resistance. Using a combination 
of microbial genomics, epidemiological approaches, and molecular 
microbiology, she and her team investigate disease processes at both patient 
and public health levels, working in collaboration with clinicians, public health practitioners, in vivo 
experimentalists, and mathematical modellers. 

Their work spans both high-income and lower- to middle-income nation settings. Additionally, Professor Baker 
has a strong interest in knowledge exchange and policy and has held various external secondments with GO-
Science, SEDRIC, and UKHSA. 

Professor Willem van 
Schaik 

   Professor Kate Baker      Professor Paul Flowers   Dr Stephanie Johnson 

Dr Nicola Adderley Dr Tess Johnson Rivie Mayele-Tamina Kevin Dunn 
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Professor Willem Van Schaik 

Co-Director, TARGetAMR 

Willem van Schaik is a Professor of Microbiology and Infection and the Director 
of the Institute of Microbiology and Infection (IMI) at the University of 
Birmingham. 

He has published over 80 papers on molecular microbiology, the human 
microbiome, and antibiotic resistance. His research focuses on how 
commensal bacteria evolve into multi-drug resistant opportunistic pathogens 
and the analysis of the reservoir of antibiotic resistance genes (the 
“resistome”) in complex microbial ecosystems. 

Willem has received major research grants from the BBSRC, European Commission, JPIAMR, and The Royal 
Society. His work is highly regarded in the field of antimicrobial resistance, contributing to important advances 
in understanding bacterial adaptation and resistance. 

 

Dr Claas Kirchhelle  

Associate Professor, French National Institute of Health and Medical 
Research (INSERM) 

Dr. Kirchhelle is a distinguished historian of microbiology and 
pharmaceuticals, with an innovative research portfolio that spans microbial 
environments, disease control, and the evolution of pharmaceutical research 
and regulation. As an INSERM Associate Research Professor (chargé de 
recherche) at the prestigious CERMES3 unit in Paris (EHESS/Sorbonne), he 
leads inquiries into the social and scientific histories that shape our modern 
understanding of health and disease. 

Since earning his DPhil from the University of Oxford in 2015, Dr. Kirchhelle has published four acclaimed 
books, each contributing a unique perspective on public health and medical history. His works include Pyrrhic 
Progress (2020), a pioneering study on antibiotics in food production; Bearing Witness (2021), an exploration of 
animal welfare science and activism; Typhoid (2022), which examines the intersections of typhoid and public 
health; and Fear & Fever (2024), a co-authored graphic novel illuminating typhoid’s impact on Edwardian 
Dublin. 

Dr. Kirchhelle is committed to public and policy engagement, with his research directly informing national and 
international policy on antimicrobial resistance (AMR), public health surveillance, and pharmaceutical safety. 
He has consulted for the UK Health Security Agency (UKHSA) and authored the expert report on public health 
systems and pandemic preparedness for the UK COVID-19 Inquiry. He has also co-curated two multi-award-
winning exhibitions on penicillin (Back from the Dead) and typhoid (Typhoidland), advised on theatrical and 
radio productions (such as BBC Radio 4’s Dangerous Visions: Culture), and appeared on notable programmes 
including In Our Time: Bacteriophages on BBC Radio 4 and Coronavirus Explained on Netflix. 

Dr. Kirchhelle’s academic journey includes previous appointments as a Martin Fellow at the Oxford Martin 
School, University of Oxford (2015–2019), and as a tenured Wellcome Trust University Award Lecturer at 
University College Dublin (2020–2024). His contributions to the field are further recognised through his 
honorary fellowships at the Oxford Vaccine Group and his election as a Fellow of the Royal Historical Society. 
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Dr Clare Barker  

UK Health Security Agency 

Dr Clare Barker is a bioinformatician and research associate at the UK Health 
Security Agency. She is funded by the NIHR Health Protection Research Unit in 
Gastrointestinal Infections, which facilitates research at the interface between 
public health and academia. Her work uses microbial genomics to better 
understand the bacteria causing gastrointestinal illness in the UK, often 
focusing on the emergence and spread of resistance mechanisms. 

 

Dr Charlene Rodrigues,  

London School of Hygiene and Tropical Medicine 

Charlene is a clinical academic, with her research based at LSHTM in 
microbial genomics and working as a paediatric consultant specialising in 
infectious diseases at St Mary's Hospital, London. Charlene is also a 
consultant in the pathogen genomics programme at UKHSA (UK Health 
Security Agency). 
 
Charlene's research focuses on the use of microbial genomics and its 
application to clinical and public health practice and policy. She is working to better integrate genomics and 
bioinformatic analyses into healthcare settings to ensure they are more accessible to clinicians, 
microbiologists and epidemiologists to improve patient care. Charlene's work with UKHSA is to help develop 
an integrated agency wide Pathogen Genomics programme, identifying and establishing robust and accredited 
services for priority pathogens. 
 
Charlene graduated from medical school (Leicester University) in 2007 and subsequently trained as an NIHR 
Academic Clinical Fellow (Imperial College London). She completed Paediatric Infectious 
Diseases/Immunology GRID training (Great North Children's Hospital, Newcastle) with Microbiology (St 
George's Hospital, London). She has long been interested in genomics, in the context of host and pathogen 
variation, and undertook a Wellcome Trust funded DPhil in genomic epidemiology (University of Oxford), 
studying meningococcal vaccine antigens. 
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Dr Jennifer Cole  

Associate Professor, Royal Holloway University of London 

Jennifer Cole is Associate Professor of Global and Planetary Health at Royal 
Holloway University of London. She is Co-Director of CLIMAR, the Climate 
Change and AMR BBSRC Network, and has worked on AMR for more than 15 
years, mostly in LMIC settings (including India, Kenya, Nigeria and Egypt). She 
has a particular interest in fish, as her research in India suggested that fish are 
transported over longer distances than other food animals, and more likely to 
be transported and sold alive, creating points of vulnerability for AMR 
emergence and spread. Her presentation will explain the background to an Academy of Medical Sciences 
Network Grant she held jointly with University of Eldoret in Kenya, which hosts the Kenyan National Laboratory 
for Fish Genetics and Genomics.  

 

Magdalena Skrybant 

(UoB PPIE Pillar Lead) 

Magdalena Skrybant is Patient and Public Involvement and Engagement Lead 
for NIHR Applied Research Collaboration West Midlands (ARC 
WM).  Magdalena’s role ensures that there is meaningful involvement with 
patients and the public in applied health research. 

 

 

Faduma-Zahra Mohamed Gure  

Public Involvement Officer, University of Birmingham  

Faduma-Zahra Gure is a Patient and Public Involvement and Engagement 
(PPIE) professional at the University of Birmingham, with responsibility for 
leading cross-programme PPIE delivery across complex health and health data 
research portfolios. 

As PPIE Lead across several NIHR and HDR UK infrastructures, Faduma-Zahra 
supports researchers to meaningfully embed public involvement throughout 
the entire research lifecycle, from early planning and governance through to 
delivery and public-facing outputs. Her work includes facilitating public advisory groups, co-producing 
accessible research communications, and building long-term partnerships with community organisations to 
broaden and diversify participation in research. 
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Ron Daniels  

UK Sepsis Trust 

Ron is CEO of the UK Sepsis Trust and Global Sepsis Alliance and is Clinical 
Adviser to the Think Kidneys programme. He is a consultant in critical care and 
anaesthesia. 

Ron began his clinical training in Birmingham and moved on to London and 
Edinburgh and his special interests lie in sepsis, patient safety, critical care 
and systems change. He is a recognised world expert in sepsis and lectures 
internationally. Ron is passionate about his work and said that it’s his love of his work that gets him up in the 
morning. 

 

Rita Quinn 

PPIE representative 

Rita Quinn is a retired stakeholder engagement and project manager with a 
background in local government. Originally from Northern Ireland, she moved 
to Manchester in 1993 to study French and Spanish, specialising in literature 
and linguistics. Rita became involved in patient and public involvement (PPI) 
several years ago and is a passionate advocate for ensuring patients are 
included from the earliest stages of research, so that diverse voices and lived 
experiences are truly represented. 

Her commitment to patient advocacy is deeply personal. Diagnosed in 2002 with a rare autoimmune disease 
and later with stage 4 non-Hodgkin’s lymphoma in 2018, Rita understands the importance of being informed 
and involved in healthcare decisions. These experiences have strengthened her dedication to championing the 
patient voice in research and policy. 

Rita lives in Manchester with her husband Alan and their indignant cat, Bertie. She enjoys swimming, music, 
meeting new people, and finds joy in laughter and connection. Her profile photo was taken at the iconic “White 
Lotus” location in Hawaii – reflecting her love of people, places, and meaningful experiences. 

 

Dr Jaime Garcia-Iglesias 

Chancellor’s Fellow at Usher Institute, Centre for Biomedicine, Self and 
Society 

Jaime Garcia-Iglesias is Chancellor’s Fellow at the Centre for Biomedicine, Self 
and Society; School of Population Health Sciences; University of Edinburgh. 
He is a social scientist with expertise in infectious disease, particularly HIV, 
mpox, and COVID. He has published on the role of intimacy in risk behaviours, 
the role of social media platforms in pandemic response, and on viral 
memories. His focus is on social inequalities, community engagement, and 
qualitative and participatory methods. He has received funding from ESRC, Royal Society of Edinburgh, 
Medical Research Scotland, and Leverhulme Trust.  

 



  
 

  

Pa
ge

14
 

Dr Lucio Marcello 

Senior Bioinformatician, BioSS (Biomathematics and Statistics Scotland) 

Lucio Marcello is a Senior Bioinformatician for Method Development at BioSS, 
with training in molecular biology and extensive experience in applied 
computational research. He holds a PhD in Molecular Parasitology from the 
University of Glasgow and works at the interface of genomics, metagenomics, 
and environmental data analysis. His research and consultancy work span 
antimicrobial resistance, environmental DNA, soil and microbiome studies 
and biodiversity monitoring, with a particular focus on developing scalable, 
reproducible bioinformatics workflows. 

 

Mr Charles Wei  

University of Cambridge 

Kuangyi (Charles) Wei is a PhD student in Prof. Kate Baker’s group at the 
University of Cambridge. He studied Natural Sciences and Systems Biology at 
the University of Cambridge. During his studies, his research explores the 
genetic mechanisms underpinning microbial adaptation, specifically through 
projects such as developing GWAS pipelines for pathogenic bacteria (Part III) 
and investigating the genetic responses of gut microbes to environmental 
stressors (Part II). He has accumulated diverse laboratory and computational 
skills from various projects. He is interested in public health solutions via bioinformatics and microbial 
genomics. He is now actively working on the genomic epidemiology of pathogenic Enterobacterales, especially 
on genomic surveillance and the evolution of antimicrobial resistance. Through his research, Charles aims to 
contribute robust methodological tools that support public health surveillance and improve the interpretation 
of large-scale genomic data for understanding pathogen evolution, transmission, and resistance. 

 

Dr Katie Hopkins 

Lead Clinical Scientist, UKHSA 

Katie Hopkins, Ph.D. is the Lead Clinical Scientist for UKHSA’s Antimicrobial 
Resistance & Mechanisms Service (ARMS) and is based in Colindale, London 
UK. ARMS provides phenotypic- and genotypic-based reference microbiology 
services for investigation of unusual antimicrobial resistance (AMR) in 
healthcare-associated pathogens. Katie completed her doctoral studies in 
molecular microbiology at The University of Birmingham, UK.  Since joining the 
Public Health Laboratory Service (now UKHSA) in 2000 she has developed 
research interests in the antibiotic resistance and molecular epidemiology of Gram-negatives (particularly 
enteric and healthcare-associated pathogens) and in application of novel geno- and phenotypic methods for 
the rapid detection of antimicrobial resistance. 
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Dr Abid Hussain BSc(hons), MBChB, MSc, FRCPath  

Consultant Microbiologist, University Hospitals of Birmingham NHS 
Foundation Trust  

Abid Hussain is a Consultant Microbiologist based at the University Hospitals 
of Birmingham NHS Foundation Trust. He is the Clinical Services Director of 
the UKHSA Birmingham Public Health Laboratory with responsibility for the 
clinical, diagnostic, and public health functions. Dr Hussain also has a role 
within the senior management team of the University Hospitals of Birmingham 
NHS Foundation Trust as an Associate Medical Director. As the chair of the 
Birmingham Antibiotic Advisory Group, which is a pan-Birmingham Group bringing together secondary care 
stakeholders and ICB  partners, assurance around antimicrobial stewardship and clinical governance is 
delivered to the local health systems.  In 2024, he was awarded the role of Honorary Clinical Associate 
Professor with at the University of Birmingham, delivering teaching and collaborating with academic colleagues. 

 

Dr Hayley Wilson 

Senior Policy Analyst at PHG Foundation 

Dr. Hayley Wilson is a Senior Policy Analyst at PHG, a genomics and public 
health policy unit, with over a decade of experience across research, clinical, 
and policy settings. Her career spans a registered veterinary nursing 
background through to doctoral and postdoctoral research in pathogen 
genomics at the University of Cambridge. 
 
Hayley completed her PhD in medicine at the University of Cambridge, 
focusing on whole-genome sequencing of healthcare-associated pathogens, before leading research on 
multidrug-resistant organism transmission in clinical settings. Her postdoctoral work placed her at the clinical 
frontline, where large-scale genomic and epidemiological datasets were used directly to benefit patients 
through improved infectious disease surveillance and control. 
 
Since joining PHG Foundation in 2023, she has focused on how emerging genomic technologies can be 
translated into impactful, responsible clinical and public health practice. Hayley brings a distinctive One Health 
perspective to AMR, bridging bench science, clinical surveillance, and evidence-based policy. 

 

Professor Muna Anjum 

Chair of the Academic Board, Animal and Plant Health Agency 

Prof Muna Anjum heads the Bacterial Characterisation Group in the 
Department of Bacteriology and is Chair of the Academic Board at Animal and 
Plant Health Agency. Muna uses genomics to characterise AMR and bacterial 
pathogens from animals, in the context of One-Health. She provides expert 
advice to the UK government on AMR and food safety through DARC and 
ACMSF. She also holds a Professorship at the Royal Veterinary College, 
University of London. 
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Dr Emily Dickens  

Imperial College London 

 

 

 

 

 

Mr Oliver Lorenz  

Queen's University Belfast 

I am a PhD student in the Wheatley lab at Queen’s University Belfast. I am 
investigating the spread of antibiotic resistance in mobile genetic elements 
and in agricultural soil across Northern Ireland. My research focuses on 
understanding what types of genes commonly co-occur with antibiotic 
resistance genes and why. I’m particularly interested in investigating the 
diversity of antibiotic resistance genes in the soil microbiome and finding novel 
genes in this underexplored area.  
 

Dr Martin Spurr  

Research Scientist, Environment Agency 

Dr Martin Spurr is a Research Scientist from the Chief Scientist’s Group at the 
Environment Agency. He works in the Environment & Human Health research 
team focusing on various emerging environmental hazards including 
antimicrobial resistance and pathogens, as well as exposure scenarios such 
as usage of designated and non-designated bathing waters. 

 

Dr Maggie Knight  

Bangor University 

Dr Maggie Knight is presenting on behalf of Dr Reshma Silvester, both of whom 
are environmental microbiologists at Bangor University, specialising in 
molecular analysis of AMR in wastewater and other environmental matrices.   
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Dr Dylan Adlard 

Postdoctoral researcher, University of Oxford 

I am a postdoctoral researcher in the Nuffield Department of Medicine at the 
University of Oxford, after completing a DPhil under the supervision of Philip 
Fowler and David Eyre. My research focuses on genomic prediction of 
antimicrobial resistance in Mycobacterium tuberculosis and non-tuberculous 
mycobacteria, informing anti-tubercular drug development pipelines, and the 
maintenance and expansion of the world’s largest clinical mycobacteria 
genome–phenotype dataset. 

 

Dr Chunxia Jiang 

Postdoctoral researcher, University of Surrey 

Dr. Chunxia Jiang received her Ph.D. in Ecology from the University of Chinese 
Academy of Sciences in 2023 and is currently a postdoctoral researcher at the 
University of Surrey. Her research focuses on the environmental distribution 
and risk assessment of antimicrobial resistance genes, the evolution and 
horizontal transfer of bacterial antibiotic resistance, and microbial ecological 
modeling. She has led a project funded by the National Natural Science 
Foundation of China Young Scientist Fund and has participated in one NSFC 
General Program project and one NSFC Joint Fund project. She serves as a Young Editorial Board Member for 
Biocontaminant and as a Review Editor for Environmental Research and Frontiers in Microbiology. In addition, 
she is a member of the NERC Peer Review College. Her research has been published as first author in journals, 
including Water Research and Environmental Science and Ecotechnology. 

 

Dr Sony Malhotra,  

Computational scientist, Science and Technology Facilities 
Council (STFC), UK Research and Innovation  

She completed her PhD in India, where she developed sequence- and 
structure-based approaches to study protein-DNA and protein-protein 
complexes. In 2013, she moved to the United Kingdom to undertake her first 
postdoctoral position at the University of Cambridge with Prof Sir Tom 
Blundell, focusing on deciphering antimicrobial resistance (AMR) mechanisms 
in mycobacterial species by investigating the impacts of drug resistance 
mutations on protein structure and function. 

She subsequently joined Birkbeck, University of London, where she worked with Prof Topf on developing 
machine learning-based approaches to assess the quality of macromolecular assemblies derived from cryo-
electron microscopy. 

She is currently a computational scientist at Science and Technology Facilities Council (STFC), UK Research 
and Innovation, where she works at the interface of genomics, artificial intelligence, and structural biology. Her 
research focuses on developing machine learning approaches for data analysis and validation. Her 
overarching goal is to bridge the gap between genomic variation and molecular function, with the aim of better 
understanding and predicting the emergence and impact of antimicrobial resistance. 
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Dr Viktoria Brunner 

 Postdoctoral researcher, University of Oxford 

I am a postdoctoral researcher and bioinformatician at the University of 
Oxford, focused on improving antimicrobial resistance (AMR) prediction 
across different pathogens. My current work involves reconstructing 
complete genomes and identifying plasmids (mobile pieces of DNA that 
often carry resistance genes). I am particularly interested in how different 
sequencing approaches affect how accurately we capture this information, 
and what that implies for AMR detection. 

 

Stephen Oakeshott  
Head of Infections and Immunity at the Medical Research Council (MRC), UKRI 
 
Dr. Stephen Oakeshott is the Head of Infections and Immunity at the Medical Research Council (MRC), which 
is part of UK Research and Innovation (UKRI). In this role, he oversees research and funding initiatives related 
to infectious diseases and immune system disorders. 

Dr. Oakeshott's responsibilities include: 

1. Managing the Infections and Immunity Board (IIB), which aims to develop scientific understanding of 
human infectious diseases and immune system disorders.  

2. Overseeing strategic investments in vaccine development and research projects related to 
tackling infections.  

3. Representing the MRC in discussions about infectious disease research and public health initiatives.  

His work involves supporting a diverse portfolio of research spanning various areas, including: 

• Human pathogens and their mechanisms of infection 

• Diseases of the human immune system 

• Conditions where altered immune regulation leads to pathology 

• Early vaccine development 

• Biomarker discovery and diagnostic tools for infections 

Dr. Oakeshott has been involved in several significant research initiatives, such as: 

• The Proactive Vaccinology Consortia, a £25 million investment to inform the design of better vaccines 
for SARS-CoV-2 and other diseases.  

• The UK research response to COVID-19, where the MRC played a major role.  

• Projects investigating avian influenza virus H5N1 and its potential risk to humans.  
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Emma Mitchell  
UKRI 
 
Dr Emma Mitchell works within UK Research and Innovation (UKRI), working 
within Infections and Immunity at the Medical Research Council (MRC) in her 
role as MRC’s Programme Manager for Bacteriology, Mycology and AMR. She 
was part of UKRI’s cross-council working group for the UKRI Tackling Infections 
subtheme Transdisciplinary research to tackle AMR. 
 
 

Professor Paul Flowers 

Associate Dean of Research, School of Health and Life Sciences 

Professor Paul Flowers is Associate Dean of Research at the School of Health 
and Life Sciences and holds a personal Chair as Professor of Sexual Health 
Psychology. 

He is an Academician of the Academy of Social Sciences and a registered 
Health Psychologist. His research focuses on sexual health, with a particular 
emphasis on improving and maintaining sexual health among marginalized 
communities, including gay men. He has contributed to policy development, including NHS QIS standards for 
HIV care and Scotland’s HIV action plan. 

Professor Flowers has a strong interest in methodological innovation, particularly in mixed methods and 
Interpretative Phenomenological Analysis (IPA). He is also a Trustee of the National AIDS Trust, combining 
academic research with applied public health initiatives. 

 

Professor Kat Holt  

Professor of Microbial Systems Genomics at London School of Hygiene & 
Tropical Medicine 

Kat is a computational biologist specialising in infectious disease genomics. 
She is Professor of Microbial Systems Genomics, and co-Director of the 
Antimicrobial Resistance (AMR) Centre, at the London School of Hygiene and 
Tropical Medicine. Kat holds a BA/BSc, Master of Epidemiology, and PhD in 
Molecular Biology. 

Kat and her team are particularly interested in the evolution and spread of 
AMR, and vaccine design and deployment against AMR pathogens. Two organisms of particular focus are 
Salmonella Typhi (the agent of typhoid fever), and Klebsiella pneumoniae (a leading cause of neonatal sepsis 
and healthcare-associated infections globally). To support genomics-informed research and surveillance for 
these pathogens, Kat’s team have developed organism-specific genomic typing tools (Kleborate and Kaptive 
for Klebsiella, GenoTyphi for Typhi), and co-founded international collaborative consortia to develop and 
promote community-driven approaches to bacterial pathogen genomics (KlebNET, the Global Typhoid 
Genomics Consortium, and the ESGEM-AMR Working Group). 
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Exhibiting stands 
 

Exhibition 
Stand 

Organisation/Network/ 
Programme 

Website 

1 Oxford Nanopore Technologies 
https://nanoporetech.com/  

2 New England BioLabs 
https://www.neb.com/en-gb  

3 Microbes NG 
https://microbesng.com/  

4 Twist Biosciences 
https://www.twistbioscience.com/  

Wi-Fi  
Complimentary Wi-Fi will be available. Access details will be displayed on signage in the room. 

Photography 
Please note that photography is taking place at this event for promotional and archival purposes.  The 
photographs are likely to appear on our website and social media. 

If you would prefer not to be photographed, please speak to a member of our team and let the photographer 
know. 

For further information contact: targetamr@contacts.bham.ac.uk  

Code of Conduct 
Please take a moment to review this information to help create an enjoyable environment for all conference 
attendees.  

TARGetAMR is committed to fostering a safe, inclusive, and supportive atmosphere for all participants at the 
TARGetAMR Conference 2026.  

To contribute to this positive environment, delegates are expected to:  

• Be respectful, courteous, and professional in all interactions. Listen to people and be 
respectful of differing viewpoints  

• Celebrate the diversity of our community, demonstrate respect for individuals regardless of 
gender, sexual orientation, disability, race, nationality and religious beliefs  

• Respect the privacy of those who prefer not to be photographed or have their slides captured.  

Our conference team will be available throughout the event to address any concerns or discuss any instances 
of inappropriate behaviour. We value your co-operation in maintaining a respectful and harmonious 
conference.  

Please be aware that any delegates not following the code of conduct may be asked to leave. 

https://nanoporetech.com/
https://www.neb.com/en-gb
https://microbesng.com/
https://www.twistbioscience.com/
mailto:targetamr@contacts.bham.ac.uk
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Continuing Professional 
Development (CPD) 
Delegates can request a certificate of attendance to 
confirm their participation in this event.  Please contact us 
at: targetamr@contacts.bham.ac.uk for further details. 

Contact on the day 

If you need any assistance on the day, please don’t hesitate to speak with a member of the event 
team. Your designated contact person on the day for will be Rivie Mayele-Tamina, but feel free to 
approach Connie Jinks, Kevin Dunn or Abigail Johnson. 

Our Conference Sponsors 

Oxford Nanopore Technologies: https://nanoporetech.com/  
 
Oxford Nanopore Technologies develops and sells innovative, portable, and scalable DNA/RNA sequencing 
technology. By passing native DNA or RNA molecules through protein nanopores, they enable real-time 
analysis of single molecules, delivering short to ultra-long read lengths. Their devices range from pocket-sized 
(MinION) to high-throughput (PromethION) for various research and diagnostic applications. 

New England BioLabs: https://www.neb.com/en-gb  
 
Founded in the mid-1970s as a collective of scientists committed to developing innovative products for the life 
sciences industry, New England Biolabs is proud to be a world leader in the discovery and production of 
enzymes for molecular biology applications. 
 
Microbes NG: https://microbesng.com/  

MicrobesNG is an innovative microbial genome sequencing service. They provide value driven whole genome 
and metagenome sequencing and bioinformatics analysis to a global customer base for microbial applications 
(including bacterial, fungal and viral samples.) 
  

mailto:targetamr@contacts.bham.ac.uk
https://nanoporetech.com/
https://www.neb.com/en-gb
https://microbesng.com/
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Twist Biosciences: https://www.twistbioscience.com/  

Twist Bioscience manufactures high-quality synthetic DNA using a proprietary silicon-based platform, 
accelerating research in biotechnology, pharmaceuticals, and diagnostics. They synthesize custom genes, 
oligo pools, and antibody libraries for drug discovery and Next-Generation Sequencing (NGS) preparation. 

Our Conference Venue 
We are delighted to hold our TARGetAMR Conference 2026 
at thestudio Birmingham. Situated at the heart of the city, 
just a hop, skip and jump away from all major transport links. 
 
thestudio Birmingham has much more than 19 vibrant 
spaces to offer. An “MIA Accredited” venue complimented 
as a hidden gem, our bustling 2nd city venue boasts both a 
communal business lounge & roof garden. A perfect setting 
for like-minded professionals to get the job done or for that 
all important lunch time sunbathe. 
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Evaluation and Feedback 
We are always looking for ways to improve our TARGetAMR meetings and events.   

We would be grateful if you could spare 2 minutes and complete our online feedback and evaluation form.   

https://forms.cloud.microsoft/e/jyd8sxTHim  

Your feedback will help us to shape and improve our future events.   

 

 

https://forms.cloud.microsoft/e/jyd8sxTHim

