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TARGetAMR Network Conference 
2026 
Building the future of AMR Genomics  
 

AGENDA 
Date & Time: Thursday 14th May 2026 | 12pm –5:30pm  

Friday 15th May 2026 | 9am – 3:30pm 

Location: 7 Cannon Street, Birmingham, B2 5EP 

Day 1  
Time Session Who Aims 

12:00 Arrival, Registration 
Lunch and Networking 

All delegates  Registration, delegate packs, lunch, 
exhibitions & networking  

13:00 Welcome, Introductions 
and overview of the 
TARGetAMR Conference 
2026 

Professor Kate Baker and 
Professor Willem van Schaik 
Co-Directors: TARGetAMR 
Network 

Welcome and housekeeping  
Introduction to TARGetAMR Network 
and overview of the conference 

13:10 Opening keynote on AMR 
challenges and 
opportunities 

Associate Professor Claas 
Kirchhelle, French National 
Institute of Health and 
Medical Research (INSERM) 

 Provide a global perspective on 
antimicrobial resistance (AMR), 
highlight current challenges, and 
explore opportunities for innovation 
in genomics. 

14:00 Flexible Funding Launch TARGetAMR Network 
Leadership Team 

Introduce new funding opportunities 
within TARGetAMR, explain eligibility 
and application process, and 
encourage collaborative proposals. 

14:30 BREAK 

Short talks x3 (12 mins) with Q&A 
15:00  Identifying emerging 

resistance in 
gastrointestinal 
pathogens by genomic 
surveillance of travellers 

Dr Clare Barker,  
UK Health Security Agency 

Using genomic surveillance of 
returning travellers’ infections to 
identify and track emerging 
antimicrobial resistance in 
gastrointestinal pathogens. 

15:15 Customised genome 
reporting in UK healthcare 

Dr Charlene Rodrigues,  Developing customised genomic 
reporting for antimicrobial-resistant 
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for AMR pathogens: 
optimising 
communication for action 

London School of Hygiene 
and Tropical Medicine 

pathogens to improve 
communication and enable timely 
clinical and public health action in 
UK healthcare. 

15:30 Working in partnership 
with LMICs: Challenges 
for Genomics projects 

Dr Jennifer Cole,  
Royal Holloway, University 
of London 

Insights from a Kenya–UK genomics 
partnership illustrate considerations 
for developing sustainable, 
long-term collaborations and 
genomics capacity with LMIC 
partners. 

15:45 Panel 1: Co-Creation in 
Action: Exploring 
Meaningful PPIE in AMR 
Genomics 

Magdalena Skrybant (UoB 
PPIE Pillar Lead), Faduma-
Zahra Mohamed Gure (UoB 
Public Involvement 
Officer), Ron Daniels (UK 
Sepsis Trust), Rita Quinn 
(PPIE representative) 

Showcase best practices for Patient 
and Public Involvement and 
Engagement (PPIE) in AMR research, 
discuss strategies for meaningful 
co-creation, and share lessons 
learned. 

16:30 Structured Networking All delegates 
 
 

Facilitate connections between 
delegates from academia, 
healthcare, and industry to foster 
collaborations and knowledge 
exchange. 

17:30 CLOSE    
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Day 2  
Time Session Who Aims 

09:00 Arrival, Registration and 
Networking 

All delegates  Registration, exhibitions & networking  

Short talks x3 (12 mins) with Q&A 
09:30  Rethinking AMR 

Genomics: Social Science 
Lessons from HIV 

Dr Jaime Garcia-Iglesias,  
Centre for Biomedicine, 
Self and Society; Usher 
Institute; University of 
Edinburgh  

Using insights from HIV, to explore 
how social, ethical and policy 
contexts shape the role of genomics 
in antimicrobial resistance and its 
equitable use. 

09:45 Resistome stability in pigs 
under differing 
antimicrobial input levels 

Dr Lucio Marcello,  
BioSS (Biomathematics 
and Statistics Scotland) 

Using metagenomic sequencing to 
examine antimicrobial resistance 
gene stability across pig production 
systems with differing antimicrobial 
inputs. 

10:00 Evaluating Genomic 
Genotyping Approaches 
for Shigella sonnei 
Surveillance in the UK 

Mr Charles Wei,  
University of Cambridge 

Evaluating whole-genome sequencing 
genotyping approaches to support 
effective Shigella sonnei surveillance 
across diverse transmission settings 
in the UK. 

10:15 Panel 2: Policy and 
Practice 

Katie Hopkins (Lead 
Clinical Scientist /UKHSA), 
Abid Hussain (Associate 
Medical Director 
UHB/UoB), Hayley Wilson  
(Senior Policy Analyst, PHG 
Foundation Muna Anjum 
(Animal and Plant Health 
Agency) 

 Examine how AMR genomics 
research informs policy and clinical 
practice, identify gaps, and discuss 
pathways for implementation. 

11:00 BREAK 

Flash Talks x8 (3 mins) 
11.30 CABBAGE: A 

comprehensive AMR 
genotype-phenotype 
database  

Dr Emily Dickens,  
Imperial College London 

CABBAGE brings together worldwide 
antimicrobial resistance 
genotype-phenotype data into a 
single, open resource, enabling 
deeper insight into resistance 
patterns and their global spread. 

11:33 Co-occurrence of antibiotic 
and environmental 
resistance genes on 
plasmids across bacterial 
species 

Mr Oliver Lorenz,  
Queen's University 
Belfast 

An analysis of plasmid sequences 
across diverse bacterial species 
reveals frequent co-occurrence of 
antibiotic and environmental 
resistance genes, highlighting 
plasmids as key drivers of multidrug 
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and multi-stress resistance 
dissemination. 

11:36 Antimicrobial resistance in 
the river Trent under flood 
and non-flood conditions 

Dr Martin Spurr,  
Environment Agency 

High-resolution sampling of the River 
Trent shows how flooding, sewage 
discharges, and runoff shape 
antimicrobial resistance patterns, 
revealing contrasting impacts of 
treated wastewater and sewer 
overflows under flood and non-flood 
conditions. 

11:39 Monitoring antimicrobial 
resistance (AMR) in Welsh 
hospitals using 
wastewater-based 
surveillance 

Dr Maggie Knight, 
Environmental 
Microbiologist, Bangor 
University - presenting on 
behalf of Dr Reshma 
Silvester, Environmental 
Microbiologist, Bangor 
University 

Wastewater-based surveillance in 
Welsh hospitals reveals diverse and 
site-specific antimicrobial resistance 
profiles, identifying key resistance 
genes and their bacterial hosts within 
hospital effluents. 

11:42 Automated, data driven 
approaches to determining 
mutation effects on AMR in 
Mycobacteria 

Dr Dylan Adlard,  
University of Oxford 

An overview of automated, 
data-driven methods for building 
antimicrobial resistance mutation 
catalogues in mycobacteria, 
introducing catomatic and exploring 
statistical approaches to scalable, 
reproducible AMR prediction. 

11:45 Farming practices-driven 
AMR and associated health 
risks: Cross-country 
evidence from dairy farms 

Dr Chunxia Jiang,  
University of Surrey 

An investigation of how organic and 
conventional dairy farming practices 
shape environmental antimicrobial 
resistance, using cross-country 
evidence from the UK and Canada to 
assess resistance patterns and 
associated health risks. 

11:48 Stitching genomics data to 
protein structures: 
Virulence factors in non-
O157 STEC 

Dr Sony Malhotra,  
Science and Technology 
Facilities Council 

Integrating genomic analysis with 
protein structure modelling reveals 
how allelic variation in key virulence 
factors influences pathogenic 
potential in non-O157 Shiga 
toxin-producing E. coli. 

11:51 Small plasmids, big 
impact: ONT barcoding 
trade-offs between AMR 
detection and assembly 

Dr Viktoria Brunner, 
University of Oxford 

An evaluation of Oxford Nanopore 
barcoding strategies highlights a 
trade-off between chromosomal 
assembly quality and detection of 
small AMR-carrying plasmids, with 
implications for sequencing choices 
in AMR surveillance. 
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12:00 Sandpit Essentials: 
Preparing for Innovation 
and Co-Creation 
(Introduction) 
Using NAP priorities 

Funders (EU OHAMR 
(Patriq Fagerstedt) & UKRI 
(Emma Mitchell) 

Equip participants with tools and 
strategies to build effective 
transdisciplinary teams for tackling 
AMR challenges. 

12:45 LUNCH 

Lunch will be slightly extended to include conference photo and encourage networking  
14:15 Keynote Speaker Professor Kat Holt, 

Professor of Microbial 
Systems Genomics at 
London School of Hygiene 
& Tropical Medicine 

Present cutting-edge research in 
microbial systems genomics and its 
implications for AMR surveillance and 
intervention. 

15:15 Leadership Reflections & 
Closing Remarks 

Professor Kate Baker and 
Professor Willem van 
Schaik 
Co-Directors: 
TARGetAMR Network  

Summarize key insights from the 
conference, reflect on future 
directions, and outline next steps for 
the TARGetAMR Network. 

15:30  CLOSE 
 


